Till date, only one draft genome has been reported within the genus Mangrovibacter. Here, we report the second draft genome shotgun sequence of a Mangrovibacter sp. strain MP23 that was isolated from the roots of Phargmites karka (P. karka), an invasive weed growing in the Chilika Lagoon, Odisha, India. Strain MP23 is a facultative anaerobic, nitrogen-fixing endophytic bacteria that grows optimally at 37°C, 7.0 pH, and 1% NaCl concentration. The draft genome sequence of strain MP23 contains 4,947,475 bp with an estimated G + C content of 49.9% and total 4392 protein coding genes. The genome sequence has provided information on putative genes that code for proteins involved in oxidative stress, uptake of nutrients, and nitrogen fixation that might offer niche specific ecological fitness and explain the invasive success of P. karka in Chilika Lagoon. The draft genome sequence and annotation have been deposited at DDBJ/EMBL/GenBank under the accession number LYRP00000000.
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Experimental design, materials, and methods
Members of the genus Mangrovibacter are facultative anaerobic and nitrogen fixing bacteria [1] . To date only two species, Mangrovibacter plantisponsor DSM 19579 [1] and Mangrovibacter yixingensis KCTC 42181 [2] have been described under the genus Mangrovibacter (http://www.bacterio.net/mangrovibacter.html). The draft genome of Mangrovibacter sp. strain MFB070, isolated from an aquaculture farm in India has been described recently [3] which is the only available genome sequence within genus Mangrovibacter. Members of the genus Mangrovibacter have been shown to possess plant growth promoting features such as nitrogen fixation [1] and may provide niche-specific advantage to the plant. In context to invasive weeds, this could provide a better ecological fitness in an invaded territory compared to native vegetation. Thus, understanding the microbiota and role they may play during plant invasion could lead to more directed and sustainable management of weeds.
Chilika Lagoon (19°28′-19°54′N; 85°06′-85°35′E) is a brackish water lagoon located in the Odisha State of India [4] . An invasive weed P. karka (Retz.) Trin. ex Steud is extensively spreading and threatening the ecological health of lagoon. P. karka is a large perennial grass of the family Poaceae and occupy most of the northern shoreline of lagoon. In order to understand the microbial basis of the invasive success of this weed, a study was undertaken to investigate the culturable diversity of rhizosphere microbiota associated with P. karka. During this study, a gammaproteobacterium, facultative anaerobic, endophytic nitrogen fixing Mangrovibacter sp. strain MP23 was isolated from the roots of P. karka. Strain MP23 grew at temperatures between 20°C and 40°C with an 
